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Examples
Short Communications may reflect viewpoints of topical interest and will usually appear in print within 3 to 5 months. The maximum length should be between 1,600 and 2,000 words Policy Statements are short papers with relevance to policy making in the field of public health genomics. They include, but are not limited to, best practise examples, policy recommendations, and policy briefs, as well as guidelines on the assessment, provision and use of genome-based knowledge and technologies.
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Online edition: Color illustrations are reproduced free of charge. In the print version, the illustrations are reproduced in black and white. Please avoid referring to the colors in the text and figure legends. Print edition: Up to 6 color illustrations per page can be integrated within the text at CHF 800.-per page.
Nomenclature, Abbreviations, Symbols and Further Suggestions
Human gene symbols: Only official gene symbols of the HUGO Gene Nomenclature Committee (HGNC) are accepted. Authors must obtain or verify the official gene symbol of the gene(s) mapped and indicate that they have done so in the manuscript submitted. This can be accomplished for human genes by contacting
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www.karger.com/phg
Should you experience problems with your submission, please contact:
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Information for Contributors 'Public Health Genomics' is unique and broad in scope combining theoretical and empirical work from a range of disciplines, notably molecular and medical sciences, public health, humanities and social sciences. This includes legal, ethical, social and economic issues, epidemiology, biostatistics, health promotion and prevention, health information management, management of health innovations, infectious disease surveillance, environmental and lifestyle factors, vaccination, population genomics, screening, biobanking, biotechnology, health services research and health care systems.
Conditions
'Public Health Genomics' publishes papers reporting on original investigations or implementations of practices or policies in the field of public health genomics. All manuscripts are subject to editorial review. Names, postal and e-mail addresses of two experts in the appropriate area of research should accompany each manuscript. Selected scientist(s) will be invited to act as referee(s). Please note that referees suggested should not be from the same institution as the author. Manuscripts must be accompanied by a covering letter indicating the section for which the paper is intended. Submission of an article for publication implies the transfer of the copyright from the author to the publisher upon acceptance. Accepted papers become the permanent property of 'Public Health Genomics' and may not be reproduced by any means, in whole or in part, without the written consent of the publisher. It is the author's responsibility to obtain permission to reproduce illustrations, tables, etc. from other publications.
Types of Papers
'Public Health Genomics' consists of the following sections:
• Original Papers • Reviews
• Short Communications • Policy Statements
Original Papers are full-length research papers that will be considered for the journal. Articles cover topics relevant to public health genomics. The maximum word length should be between 4,000-6,000 words. The abstract should not exceed 250 words.
Reviews are overviews or syntheses of topics of current interest in public health genomics. Reviews may be invited by the Editors but we welcome unsolicited reviews (max. 6,000 words). In the latter instance, we ask the author to send the Associate Editor (susan. elizabeth.wallace@umontreal.ca) a short outline first (300-400 words) to ensure that a review on a similar subject has not already been commissioned. All re- 
Supplementary Material
Supplementary material is restricted to additional data that are not necessary for the scientific integrity and conclusions of the paper. Please note that all supplementary files will undergo editorial review and should be submitted together with the original manuscript. The Editors reserve the right to limit the scope and length of the supplementary material. Supplementary material must meet production quality standards for Web publication without the need for any modification or editing. In general, supplementary files should not exceed 10 MB in size. All figures and tables should have titles and legends and all files should be supplied separately and named clearly. Acceptable files and formats are: Word or PDF files, Excel spreadsheets (only if the data cannot be converted properly to a PDF file), and video files (.mov, .avi, .mpeg).
Author's Choice TM With this option the author can choose to make his article freely available online against a one-time fee of CHF 2000.00. This fee is independent of any standard charges for supplementary pages, color images etc. which may apply. More information can be found at www.karger.com/authors_choice.
Electronic Proofs
Unless indicated otherwise, proofs will be e-mailed to the corresponding author.
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G S h t (B l)

A M A T T E R O F W O N D E R WHAT B I OLOG Y RE VE AL S ABOUT US , OUR WO RLD, AN D OUR DRE A MS G O T T F R I E D S C H A T Z 'A colle c t ion of ex t raordinar y essays'
G O T T F R I E D S C H A T Z A M ATTE R OF WONDE R What Biology Reveals about Us, Our World, and Our Dreams
Where do we come from? Is our destiny determined by the genes we inherit? In this book Gottfried Schatz, the world-renowned biochemist and co-discoverer of mitochondrial DNA, gives lucid -albeit often surprising -answers to universal questions and takes the reader on a fascinating journey of discovery across the boundaries of scientific disciplines. With passion and a keen sense of wonder he draws on philosophy, cultural history and art to formulate his reflections on the mysteries of life. His essays will appeal not only to scientists but to all inquisitive minds, regardless of educational and professional background.
Disclaimer:
The statements, opinions and data contained in this publication are solely those of the individual authors and contributors and not of the publisher and the editor(s). The appearance of advertisements in the journal is not a warranty, endorsement, or approval of the products or services advertised or of their effectiveness, quality or safety. The publisher and the editor(s) disclaim responsibility for any injury to persons or property resulting from any ideas, methods, instructions or products referred to in the content or advertisements. 
Cynthia Garcia Coll
All over the world families migrate, and with them so do their children. Probing the question of what 'being an immigrant' means, this publication brings together theory and empirical fi ndings to highlight the impact of immigration on child development in a global context. Discussed is the impact of these processes on children and adolescents in a variety of diff erent countries and social contexts to determine both universal and culturally specifi c aspects of the experience of immigration as it becomes a pervasive reality of the modern world. This publication is appropriate for anyone who is interested in the process of migration/immigration and how it aff ects human development. Both students and scholars as well as real-world practitioners and policy makers in education, psychology, sociology, anthropology, ethnic and cultural studies, immigration studies, government and public policy will fi nd this book a valuable source of information about the present and the way in which the next generation develops in response to the immigrant experience.
Contents
Introduction: The Global, the Local -Children and Immigration around the World: Awareness of the infl uence of our genetic variation to dietary response (nutrigenetics) and how nutrients may aff ect gene expression (nutrigenomics) is prompting a revolution in the fi eld of nutrition. Nutrigenetics/Nutrigenomics provide powerful approaches to unravel the complex relationships among nutritional molecules, genetic variants and the biological system. This publication contains selected papers from the '3rd Congress of the International Society of Nutrigenetics/Nutrigenomics' held in Bethesda, Md., in October 2009. The contributions address frontiers in nutrigenetics, nutrigenomics, epigenetics, transcriptomics as well as non-coding RNAs and posttranslational gene regulations in various diseases and conditions. In addition to scientifi c studies, the challenges and opportunities facing governments, academia and the industry are included. Everyone interested in the future of personalized medicine and nutrition or agriculture, as well as researchers in academia, government and industry will fi nd this publication of the utmost interest for their work.
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